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<210> 1 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 1 

ggatccggtc tcaggccgtg ccyatccara aagtcc 3 6 



<210> 2 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 2 

gaattcagcg ctgcayycag ggctrasrtc 3 0 



<210> 3 

<211> 449 

<212> DNA 

< 2 13 > Bovine sp . 

<220> 

<221> CDS 

<222> (6) . . (443) 

<400> 3 

aggcc gtg cct ate cag aaa gtc cag gat gac acc aaa acc etc ate aag 50 
Val Pro lie Gin Lys Val Gin Asp Asp Thr Lys Thr Leu lie Lys 
15 10 15 



aca att gtc acc agg ate aat gac ate tea cac acg cag tec gtc tec 98 
Thr lie Val Thr Arg lie Asn Asp lie Ser His Thr Gin Ser Val Ser 
20 25 30 

tec aaa cag agg gtc act ggt ttg gac ttc ate cct ggg etc cac cct 146 
Ser Lys Gin Arg Val Thr Gly Leu Asp Phe lie Pro Gly Leu His Pro 
35 40 45 

etc ctg agt ttg tec aag atg gac cag aca ttg gcg ate tac caa cag 194 
Leu Leu Ser Leu Ser Lys Met Asp Gin Thr Leu Ala lie Tyr Gin Gin 
50 55 60 

ate etc acc agt ctg cct tec aga aat gtg gtc caa ata tec aat gac 242 
lie Leu Thr Ser Leu Pro Ser Arg Asn Val Val Gin lie Ser Asn Asp 
65 70 75 

ctg gag aac etc egg gac ctt etc cac ctg ctg gee gee tec aag age 290 
Leu Glu Asn Leu Arg Asp Leu Leu His Leu Leu Ala Ala Ser Lys Ser 
80 85 90 95 

tgc ccc ttg ccg cag gtc agg gec ctg gag age ttg gag age ttg ggt 33 8 
Cys Pro Leu Pro Gin Val Arg Ala Leu Glu Ser Leu Glu Ser Leu Gly 
100 105 110 

gtc gtc ctg gaa gee tec etc tac tec acc gag gtg gtg gec ctg age 3 86 
Val Val Leu Glu Ala Ser Leu Tyr Ser Thr Glu Val Val Ala Leu Ser 
115 120 125 

egg ctg cag ggg tea eta cag gac atg ttg egg cag ctg gac etc age 4 34 
Arg Leu Gin Gly Ser Leu Gin Asp Met Leu Arg Gin Leu Asp Leu Ser 
130 135 140 

cct gaa tgc ageget 44 9 

Pro Glu Cys 
145 



<210> 4 
<211> 146 
<212> PRT 
<213> Bovine sp. 

<400> 4 

Val Pro lie Gin Lys Val Gin Asp Asp Thr Lys Thr Leu lie Lys Thr 
15 10 15 

lie Val Thr Arg lie Asn Asp lie Ser His Thr Gin Ser Val Ser Ser 
20 25 30 

Lys Gin Arg Val Thr Gly Leu Asp Phe lie Pro Gly Leu His Pro Leu 
35 40 45 

Leu Ser Leu Ser Lys Met Asp Gin Thr Leu Ala lie Tyr Gin Gin lie 
50 55 60 



Leu Thr Ser Leu Pro Ser Arg Asn Val Val Gin lie Ser Asn Asp Leu 
65 70 75 80 



3 



Glu Asn Leu Arg Asp Leu Leu His Leu Leu Ala Ala Ser Lys Ser Cys 
85 90 95 

Pro Leu Pro Gin Val Arg Ala Leu Glu Ser Leu Glu Ser Leu Gly Val 
100 105 110 

Val Leu Glu Ala Ser Leu Tyr Ser Thr Glu Val Val Ala Leu Ser Arg 
115 120 125 

Leu Gin Gly Ser Leu Gin Asp Met Leu Arg Gin Leu Asp Leu Ser Pro 
130 135 140 

Glu Cys 
145 



<210> 5 

<211> 445 

<212> DNA 

<213> Homo sapiens 



<400> 5 

aagctgtgcc 

ccaggatcaa 

tggacttcat 

cagtctacca 

acctggagaa 

cctgggccag 

actccacaga 

agctggacct 



catccaaaaa 
tgacatttca 
tcctgggctc 
acagatcctc 
cctccgggat 
tggcctggag 
ggtggtggcc 
cagccctggg 



gtccaagatg 
cacacgcagt 
caccccatcc 
accagtatgc 
cttcttcacg 
accttggaca 
ctgagcaggc 
tgctg 



acaccaaaac 
cagtctcctc 
tgaccttatc 
cttccagaaa 
tgctggcctt 
gcctgggggg 
tgcaggggtc 



cctcatcaag 
caaacagaaa 
caagatggac 
cgtgatccaa 
ctctaagagc 
tgtcctggaa 
tctgcaggac 



acaattgtca 60 
gtcaccggtt 120 
cagacactgg 180 
atatccaacg 240 
tgccacttgc 300 
gcttcaggct 360 
atgctgtggc 42 0 
445 



<210> 6 

<211> 86 

<212> DNA 

<213> Murine sp. 

<400> 6 

aagcagtgcc tatccagaaa gtccaggatg acaccaaaac cctcatcaag accattgtca 60 
ccaggatcaa tgacatttca cacacg 86 



<210> 7 

<211> 167 

<212> PRT 

<213> Homo sapiens 

<400> 7 

Met His Trp Gly Thr Leu Cys Gly Phe Leu Trp Leu Trp Pro Tyr Leu 
15 10 15 

Phe Tyr Val Gin Ala Val Pro lie Gin Lys Val Gin Asp Asp Thr Lys 
20 25 30 



Thr Leu lie Lys Thr lie Val Thr Arg lie Asn Asp lie Ser His Thr 
35 40 45 



Gin Ser Val Ser 
50 

Gly Leu His Pro 
65 

Val Tyr Gin Gin 



lie Ser Asn Asp 
100 

Phe Ser Lys Ser 
115 

Asp Ser Leu Gly 
130 

Val Ala Leu Ser 
145 



Ser Lys Gin Lys 
55 

lie Leu Thr Leu 
70 

lie Leu Thr Ser 
85 

Leu Glu Asn Leu 



Cys His Leu Pro 
120 

Gly Val Leu Glu 
135 

Arg Leu Gin Gly 
150 



Val Thr Gly Leu 
60 

Ser Lys Met Asp 
75 

Met Pro Ser Arg 
90 

Arg Asp Leu Leu 
105 

Trp Ala Ser Gly 



Ala Ser Gly Tyr 
140 

Ser Leu Gin Asp 
155 



Asp Phe lie Pro 



Gin Thr Leu Ala 
80 

Asn Val lie Gin 
95 

His Val Leu Ala 
110 

Leu Glu Thr Leu 
125 

Ser Thr Glu Val 



Met Leu Trp Gin 
160 



Leu Asp Leu Ser Pro Gly Cys 
165 



<210> 8 
<211> 167 
<212> PRT 
<213> Murine sp 

<400> 8 

Met Cys Trp Arg 
1 

Ser Tyr Val Gin 
20 

Thr Leu lie Lys 
35 

Gin Ser Val Ser 
50 

Gly Leu His Pro 
65 

Val Tyr Gin Gin 



lie Ala Asn Asp 
100 

Phe Ser Lys Ser 
115 

Glu Ser Leu Asp 
130 



Pro Leu Cys Arg 
5 

Ala Val Pro lie 



Thr lie Val Thr 
40 

Ala Lys Gin Arg 
55 

lie Leu Ser Leu 
70 

Val Leu Thr Ser 
85 

Leu Glu Asn Leu 



Cys Ser Leu Pro 
120 

Gly Val Leu Glu 
135 



Phe Leu Trp Leu 
10 

Gin Lys Val Gin 
25 

Arg lie Asn Asp 



Val Thr Gly Leu 
60 

Ser Lys Met Asp 
75 

Leu Pro Ser Gin 
90 

Arg Asp Leu Leu 
105 

Gin Thr Ser Gly 



Ala Ser Leu Tyr 
140 



Trp Ser Tyr Leu 
15 

Asp Asp Thr Lys 
30 

lie Ser His Thr 
45 

Asp Phe lie Pro 



Gin Thr Leu Ala 
80 

Asn Val Leu Gin 
95 

His Leu Leu Ala 
110 

Leu Gin Lys Pro 
125 

Ser Thr Glu Val 



Val Ala Leu Ser Arg Leu Gin Gly Ser Leu Gin Asp lie Leu Gin Gin 
145 150 155 160 



Leu Asp Val Ser Pro Glu Cys 
165 



<210> 9 
<211> 359 
<212> DNA 
<213> Murine sp . 



<400> 9 

cagtcggtat ccgccaagca gagggtcact ggcttggact tcattcctgg gcttcacccc 60 
attctgagtt tgtccaagat ggaccagact ctggcagtct atcaacaggt cctcaccagc 120 
ctgccttccc aaaatgtgct gcagatagcc aatgacctgg agaatctccg agacctcctc 180 
catctgctgg ccttctccaa gagctgctcc ctgcctcaga ccagtggcct gcagaagcca 240 
gagagcctgg atggcgtcct ggaagcctca ctctactcca cagaggtggt ggctttgagc 3 00 
aggctgcagg gctctctgca ggacattctt caacagttgg atgttagccc tgaatgctg 3 59 



